Salinity is one of the major abiotic stresses, with a total of 3% of the world's land mass being affected by salinity.
73
The physiology of the moderate and extreme halophilic bacteria is affected by changes in the salt concentration, 
85
Moderate halophilic bacteria use 'compatible solute' strategy to cope with their external environments by 86 accumulating small, highly water soluble organic compounds such as glycine betaine, proline, glutamine, ectoine, 
139
The V3-V4 region of 16S rRNA gene was amplified using primers F515 (5'-GTGCCAGCMGCCGCGG-3') and 140 R907 (5'-CCGTCAATTCMTTTRAGTTT-3'), which were linked with unique identifier and adopter sequences 141 (Table S2 ). The detailed PCR conditions for amplicon sequencing were the same as described previously 
189
performed by using universal forward and reverse primers P1 (5'-GAGAGTTTGATCCTGGTCAGAACGAAC-3'),
190
P6 (5'CGTACGGCTACCTTGTTACGACTTCACC-3') for prokaryotes (Tan et al. 1997 
194
and a final extension step was at 72 ℃ for 10 min. as described by Tan et al. (1997) . PCR products were analyzed
195
by using 1% agarose gel. PCR products were purified by using GeneJET PCR Purification Kit (K0702 -Thermo
196
Fisher Scientific). Purified PCR products were sequenced by using forward and reverse primers (Eurofins,
197
Germany).
198
Acquired sequences were assembled and analysed with the help of Chromas Lite 2.01 sequence analysis software
199
(Technelysium Pty Ltd. Australia). The gene sequences were compared to those deposited in the GenBank All the strains had the ability to grow at salt concentrations of 3M NaCl whereas nine strains could tolerate salt 327 concentrations up to 4M NaCl (Table 3) . Mostly Bacillus strains could grow at pH 9 from all the soil samples while 328 only six strains (HL2RP7, HL2RP13, HL4HP3, AT3HP15, NRS5HaP2 and LK3HaP7) could grow at pH 11. More 329 than 85% halophilic Bacillus-like strains could grow at 4 ℃ and 72% strains were able to grow at 42 ℃ (Table 3) .
330
Mostly Bacillus, Halobacillus and Oceanobacillus strains had the ability to degrade proteins, carbohydrates and 331 lipids. In the case of enzymes profile, maximum isolates showed catalase and protease activity from all soil samples.
332
Out of eighteen, fourteen isolates showed proteolytic activity, ten isolates showed positive results for lipase enzyme,
333
five isolates were positive for cellulase activity, six isolates showed positive activity for amylase enzyme, twelve 334 strains were positive for oxidase test and seventeen isolates showed catalase activity (Table 3) .
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D r a f t 
341
showed positive results for betA gene amplification (Table 4 ) and six strains (HL1HP4, HL1HP11, AT3HP4,
342
HL2RP14, HL4RP4 and AT3HP15) showed PCR amplification of ProDH gene (Table 4) .
344
Phylogenetic analysis on the basis of osmoregulatory genes 345 346
Phylogenetic analysis of ectABC gene cluster showed that three strains had similarity with the genus Bacillus, two 347 strains were related to Oceanobacillus, two strains were belonging to Virgibacillus and one strain from the genus
348
Halobacillus (Fig. 3a) . The results on phylogenetic analysis of betA gene indicated that three isolates showed more 349 than 98% homology with the genus Bacillus, two strains were related to Oceanobacillus and one strain was 350 belonging to Virgibacillus (Fig. 3b) . Phylogenetic analysis on the basis of ProDH gene demonstrated that three
351
strains showed 99% similarity with the genus Bacillus, two strains were related to Oceanobacillus and one strain 352 from the genus Halobacillus (Fig. 3c) . 
362
The results of pyrosequencing analysis of 16S rRNA showed that a total of 3688 sequences were related to 7 major 
378
From the marine and saline environments, Bacillus-like bacterial community has been found to more abundant as 
382
Most of the isolates were moderate halophiles but some are extremely halophilic bacteria. Maximum bacterial 383 strains were able to grow at pH 9 from rhizospheric and non-rhizospheric soil samples. 
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Oceanobacillus and Virgibacillus from the rhizosphere of halophytes and hypersaline lake-bank soil samples. 119x163mm (300 x 300 DPI)
